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• , , <;„ tPm , Branch of the Scientific and Technical Information 

^^S^^ — g ,,,c f0,,0 * inp computer rcadab 

.Serial Number _L ±L- . -1 — L ■ — 



form 

Application 
Source 

Date Processed by STIC 
THE ATTACHED PRINTOUT ^NT BY EITHER: 

NOTICE TO COMPLY CONTACT MARK SPENCER, 703-308-4212. 

FOR CRF SUBMISSION QUESTIONS, I IT-ASh LU^ 

.irriTinN pi FASF CONTACT ROBERT WAX, 703-308-4216 
FOR SEQUENCE RULES ^^^^^Uon, 703-306-4 119 (R. Wax) 
PATENTIN 2.1 c-ma.l help: E^™^l^or phone 703-306-41 19 (R. Wax) 
PATENTIN 3.0 e-mail help: liatjn3JieJx)(flinjlM^ o | 

tIXd^mXwTotFIcITw^ s!! Hil(,u 

Checker Version 3.0 

, n n ,;,,, 10 n is a statc-of the-art Windows based software program 
The Checker Version 3^0 app heat o, s a sta^ ^ ^ ^ ^ {m , , $ , n 

employing a logical and intuitu - Version 3 0 wnrl s tor sequence listings 

comphancc with format and content rules Che. kcr U ^ { ^ ^ 

generated for the original version ot > v. i <■ » , - ^ ^ ^ WqM | ntc || cctua | 

rules) and the rcv.sed version (new rules) ct teem c - 

Property Organization (WlPO) Standard SI ? ^ ^ ^ ^ ^ 

Checker Version 3 0 replaces the previous ,„ Co , npuU . f Readable form 

compliant Checker allows public users to > . , q ^ Qfficc (USPT0 ) 

(CRF) before submitting them to the CmtcU Marc. . ^ scqu , ;nce 

Use of Checker prior to filing the sequence listing ,s expected - 
listings, thus saving time and mones 

, < .A from the liSI'TO website at thc JcjtojvinjLgddi^ 



ERROR DETECTED 
ATTN: NEW RULES CASES: 



Raw Sequence Listing Error Summary 
QimnRSTFT) CORRECTION SERIAL NUMBER: C^JSljp, i/# 

PLEASE DISREGARD ENGLISH - ALPHA" HEADERS, WHICH WERE INSERTED BY PTO SOFTWARE 



_Wrapped Nucleics 
Wrapped Aminos 



_Palcnlln 2.0 
"bug" 



_Skipped Sequences 
(OLD RULES) 



Skipped Sequence 

(NEW RULES) 



prevent "wrapping." 

The rules require that a line not exceed 72 characters in length, this includes white spaces. 
The numbering under each 5* am.no acid is misaligned. Do no. use Ub codes between numbers; 
use space characters, instead. 

The submitted file was no. saved in ASCI.(DOS) text, as required by the Sequence Ru.e, Please 
ensure your subsequent submission Is saved In ASCII tel.. 

rSue IS v^eUh and indicate ,n the <220>-<223> section , ha, some may be m.ssing. 

a -k ,.- in Patentln version 2 0 has caused Aft <220>-<223>section to be m.ssing from amino acid 
bug m Patentln version 2.0 ^ would aulom atically generate this section from the 

SCqUC ,* } ^n^ieicTcid seZnc^ Please manually copy lh« relevant <220>-<223> section to 

ArtlHcUl or Unknown sequences. 

Sequenced) missing If intentional, please insert the following line, for each slapped sequence: 

n^iNFf^MATION FOR SEQ ID NO:X: (insert SEQ ID NO where >T is shown) 

(2 ^ F0RMA ™ N / c ° R c S H ^ ACXERIST1 cS: (Do no, insert .ny subhead.ngs under th.s he.dutg) 

(x.) SEQUENCE DESCRimON:SEQ ID NO:X: (insert SEQ ID NO where "X" ., shown) 

This sequence is intentionally skipped 

Please also adjust the "(ii) NUMBER OF SEQUENCES:" response to Include the skipped sequences. 

Sequences) missing. If Intentional, pica 

<210> sequence id number 
<400> sequence id number 



rt the following lines for each skipped sequence. 



_Use ofn'sorXaa's 
(NEW RULES) 



Invalid <213> 
Response 



Patentln 2.0 
"bug" 



13 ■ Misuse of n 



Use of n's and/or Xaa's have been detected in the Sequence Listing. 

Per 1 823 of Sequence Rules, use of <220>-<223> is MANDATORY ifVs c 

In <220> to <223> section, please explain location of n or X.a. and wh.ch re 



re present. 

r Xaa represents. 



is Artificial Sequence . 



cial Sequence . . 
cets f^' ^"'^ missing the < 



O / missing the <220> "Feature" and associated numeric identifiers and responses. 
'^^^^Omm^nTZ:;,. 2963.-32) (Sec. 1,23 of Sequence Rules) 

Stg) £Z d. ptase use^File Manager" or any other manual means to copy file to floppy d,sk. 



n can only be used to represent a single nucleotide in a 
any value not specifically » nucleotide. 



acid sequence. N is no. used to represent 
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DATE- 10/02/2001 
RAW SEQUENCE LISTING ttmf ■ 12 ■ 44 ■ 26 

PATENT APPLICATION: US/0 9/ 5 1 6 , 3 10A TIME. 12.44.2b 

Input Set : A:\22000.0021U2.txt 

Output Set: N:\CRF3\10022001\I516310A.raw 

3 <110> APPLICANT: Lin, Yao-Zhong 

4 Hawiger, Jack J. TiBr ,„ rHnn UOfcS Not C .;i Tlfjl/ 

6 <120> TITLE OF INVENTION : A Novel Method for Importing , f , 

7 Biologically Active Molecules into Cells 
10 <130> FILE REFERENCE : 22000. 0021U2 

12 <140> CURRENT APPLICATION NUMBER : 09/516, 310A 

13 <141> CURRENT FILING DATE: 2000-03-01 . 
^ PPI0 R APPLICATION NUMBER: 09/170,754 y^WJ 
16 <151> PRIOR FILING DATE: 1998-10-13 'j 

18 <150> PRIOR APPLICATION NUMBER: 09/052,784 

19 <151> PRIOR FILING DATE: 1998-03-31 

21 <150> PRIOR APPLICATION NUMBER: 08/258,852 

22 <151> PRIOR FILING DATE: 1994-06-13 
24 <160> NUMBER OF SEQ ID NOS: 11 

26 <170> SOFTWARE: FastSEQ for Windows Version 4.0 

28 <210> SEQ ID NO: 1 

29 <211> LENGTH: 26 

30 <212> TYPE: PRT 

31 <213> ORGANISM: Artificial Sequence 

33 <220> FEATURE: 

34 <221> NAME/KEY: SITE 

35 <222> LOCATION: (1)...(16) DeP tide amino acid sequence of K-FGF 

36 <223> OTHER INFORMATION: note = Signal peptide ami 

38 <221> NAME/KEY: SITE / / .JL,-,,^^^ 

39 <222> LOCATION: (17). ..(19) J^M T ' fsCKO^Ui^l^^ 

40 <223> OTHER INFORMATION: note = Spacer region f J +~ ^ ^l^U a vY+-< 

42 <221> NAME/KEY: SITE ' 

43 <222> LOCATION: (20)... (26) 

4 4 <22 3> OTHER INFORMATION: note = Epitope tag 

SEQUENCE : 1 _ _ _ ^ ^ ^ ^ ^ Leu Ala pro 

40 i - 10 

49 Ala Ala Ala Asp Gin Asn Gin Leu Met Pro 

50 20 25 

52 <210> SEQ ID NO: 2 

53 <211> LENGTH: 

54 <212> TYPE: PF 

55 <2i&> .ORGANISM^ Artificial Sequence , ^ 

. 57 /<2 2 0>] FEATURE: ■ ^ yl^lj. /V-A^ 

> 57\ <223V OTHER INFORMATION: 

57?M4>«i SEQUENCE: 2 

58 Asn Tyr Lys Lys Pro Lys Leu 

59 1 5 

61 <210> SEQ ID NO: 3 

62 <211> LENGTH: 26 

63 <212> TYPE: PRT 

64 <213> ORGANISM: Artificial Sequence 



46 <4UU> ityuLin-t. x 

47 Ala Ala Val Ala Leu Leu Pro Ala Val Leu Leu Ala Lev ^ 



■ LENGTH: / 

. TYPE: PRT - - ^^""^ ' I I 5 

. ORGANISM^ Artificial Sequence ^ ^ I ^ J J (jY\ O 
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DATE : 10/02/2001 

PATENT^APPLICATION: US/09/516 , 3 10A 



RAW SEQUENCE LISTING ^ ^ 12 ; 44 ; 26 



input Set : A:\2 2000.0021U2.txt 

Output Set: N:\CRF3\10022001\l5163LOA.raw 

66 <'220> FEATURE : 

67 <221> NAME/KEY: SITE 

68 <222> LOCATION: (1)...(16) „ minn -, r id sequence of K-FGF 

69 <223 > OTHER INFORMATION: note = Signal peptide ammo acid sequen 

71 <221> NAME/KEY: SITE , ^ C\ -'U, ^ 

72 <2.2> LOCATION : (17) ... (19) _ V ^ * ' "J 

7 3 <22 3> OTHER INFORMATION: Spacer region ( c 
75 <221> NAME/KEY: SITE 

:;f 3 : SSST^iiiil^de.r iocalization sequence or aPGP 

To iT^Z^z Leu Leu Pro ft la V.1 Leu - »1. - « .1. Pro 

81 1 5 _ 

82 Ala Ala Ala Asn Tyr l.ys Lys Pro Lys Leu 

83 20 25 

85 <210> SEQ ID NO: 4 

86 <211> LENGTH: 28 

87 <212> TYPE: PRT 

88 <213> ORGANISM: Artificial Sequence 

90 <2 20> FEATURE: 

91 <2 21> NAME/KEY: SITE 

% ZT—^U* - Siqnai peptide -loc a = id -queuce o £ K-PCP 

95 <221> NAME/KEY: SITE 

96 <222> LOCATION: (17)... (19) 

97 <2 2 3> OTHER INFORMATION : note = Spacer region 
99 <221> NAME/KEY: SITE 

Z ™~i0^note - Huciear iocaiization sequence of aPCP 

103 <221> NAME/KEY: SITE 

104 <222> LOCATION: (27 )... (28) 

105 <223> OTHER INFORMATION: note = Epitope tag 
lT*£%nZ- Leu Leu Pro Ma vai Leu Leu Ma Leu Leu Ma Pro 

110 Ala Ala Ala Asn Tyr Lys Lys Pro Lys Leu Met Pro 

111 20 25 

113 <210> SEQ ID NO: 5 

114 <211> LENGTH: 16 

115 <212> TYPE: PRT 

116 <213> ORGANISM: Artificial Sequence 

118 <220> FEATURE: 

119 ^221> NAME/KEY: SITE 

\ 2 H ^ lTnT~^L,e . Siguai peptide a»ino acid sequence of K-PGP 
£ T^TZTlu Lu Leu Pro Ma v.! Leu Leu Ma Leu Leu Ala Pro 

125 1 5 10 

127 <210> SEQ ID NO: 6 
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DATE : 10/02/2001 
RAW SEQUENCE LISTING QA TIME : 12:44:26 

PATENT APPLICATION: US/09/ 5 16 , 3 10A 

Tnnut Set ■ A:\22000.0021U2.txt 

Output Set': N:\CRF3\10022001\l516310A.raw 

128 < 2ll> LENGTH : 41 v 

1^9 <212> TYPE: PRT - ^ ^ / / 

130 ORGANISM:(Artlficial Sequence / ^ j 

W--> 133T <220> FEATURE: — / .A*-< / 

w __> 1 3 Jl < 2 2 3 >/ OTHER INFORMATION: 

13 2>*flt)> SEQUENCE : 6 L Leu Leu Aia Pro 

133 Ala Ala val Ala Leu Leu Pro Ala Val Leu ^ 

134 1 t P L Asn Asn Tyr Asn Ala Tyr Glu Ser Tyr Lys Tyr 

135 Glu He Leu Leu Pro Asn Asn iy* ^ 3Q 

137 Pro Gly Met IL He Ma Leu Ser Lys 
1 38 35 

140 -210> SEQ ID NO: 7 

141 <211> LENGTH: 25 _ ._ 

14 2 <212> TYPE: PRT 

143 <2*^RGANlSM^Artific^lJeq^c^ 
W--> L4 5f'"<220> IJEATURE : 
W--> 14 5V<a.2 3>OTHER INFORMATION: 

\ll ^u^lfLefLeu Pro Asn Asn Tyr Asn Ala Tyr Glu Ser Tyr Lys Tyr 

1 4 48 Pro Gly Met Phe He Ala Leu Ser Lys 
149 20 25 

151 <210> SEQ ID NO: 8 

152 <211> LENGTH: 26 

153 <212> TYPE: PRT ^. - s 

154 <^3>_ORGANISl^Artificial Sequence^ 

w- - > 1 5 6 /<2 2 0 > FEATURE :^~" 

w _-> 156(<223> JXTHER INFORMATION : 

if, ra°Al S aTl NC Ala Leu Leu Pro Ala Val Leu Leu Ala Leu Leu Ala Pro 
ill iL Glu Glu Lys Arg Lys Arg Thr Tyr Glu 



160 



20 



162 <210> SEQ ID NO: 9 

163 <211> LENGTH: 26 _ 

164 <212> TYPE: PR> ' ~~ ~* 

165 s213> ORGANIS<TArtificlal Sequence^- 
w--> 1&7"<2'20T' FEATURE: 

w ._> 167 <223VOTHER INFORMATION; 

ihifflf V U afAi; Leu Leu Pro Ala Val Leu Leu Ala Leu Leu Ala Pro 

170 Val Asn Arg Lys Arg Asn Lys Leu Met Pro 

171 20 25 
17 3 <210> SEQ ID NO: 10 

174 <211> LENGTH: 10 _ 

175 <212> TYPE: PRT "~ ^ 

176 <213> ORGANISM<Artificial Sequence 



file://C: CRF3\Outhold\VsrI5 1 63 1 0A.htm 



10/2/01 



; 4 of 6 



RAW SEQUENCE LISTING QA 
PATENT APPLICATION: US/09/516 , 3 10A 

v ■ A-\22000.002LU2.txt 

Ttp^ set: »;\CHF3M00 2 200 1 M5 1 6310 ft .r a » 



DATE: 10/02/2001 
TIME: 12:44:26 



W--> 178/<220> l FEATURE: 
„__> 178V<223y OTHER INFORMATION: 



178 
179 1 
180 
182 



SEQUENCE: 10 
1 Asn Arg Lys Arg Asn Lys 



11 



<211> 



184 



. SEQ ID NO: 
. LENGTH: 10 
> TYPE: PRT 
!85 <2U ? ORGANISM : Artificial Sequence 
w ._> 187 /b20> FEATURE: 
W -> 187 <223V OTHER INFORMATION: 
tqt S»4-Bfl> SEQUENCE: 11 

Tee liTclu Glu Lys Arg Lys Arg Tnr Tyr 
189 1 5 



flle: //C: CRF3\Outhold\VsrI5l6310A.htm 
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VERIFICATION SUMMARY /no/ _ 1 , 0R 

PATENT APPLICATION : US/0 9/5 16 , 3 I0A 

Incut Set ■ A:\22000.0021U2.txt 

Output Set: N :XCRF3\10022001\l5I6310A.raw 



DATE: 10/02/2001 
TIME: 12:44:27 



L; 57 M:258 W: 
L: 57 M:258 W: 
L; 132 M:258 W 
L :132 M:258 W: 
L: 145 M: 258 W 
L: 145 M: 258 W 
L:156 M:258 W 
L: 156 M: 258 W 
L: 167 M: 258 W: 
L: 167 M:258 W 
L: 178 M: 258 W 
L: 178 M: 258 W: 
L ; 187 M : 2 58 W 
L:187 M:258 W 



Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing 
Mandatory Feature missing 
Mandatory Feature missing 
Mandatory Feature missing 
Mandatory Feature missing 



:220 

<:220? 

<2 20; 
<223; 
<220: 
<223: 
<220: 
<223: 
<2 2 0 
<223 



FEATURE: 

OTHER INFORMATION; 

> FEATURE: 

> OTHER INFORMATION: 

> FEATURE: 

> OTHER INFORMATION: 

> FEATURE: 

> OTHER INFORMATION: 

> FEATURE: 

> OTHER INFORMATION: 
-> FEATURE: 

OTHER INFORMATION: 
FEATURE : 

OTHER INFORMATION: 
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